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Pemari_XP_032808361.1_T-cell_leukemia_homeobox_protein_2-like_[Petromyzon_marinus]

Xetrop_XP_031751065.1_T-cell_leukemia_homeobox_protein_2_[Xenopus_tropicalis]

Dareri_XP_005173139.1_T-cell_leukemia_homeobox_protein_2_isoform_X1_[Danio_rerio]

Hosapi_NP_057254.1_T-cell_leukemia_homeobox_protein_2_[Homo_sapiens]

Sakowa_NP_001158453.1_T-cell_leukemia_homeobox_protein_[Saccoglossus_kowalevskii]

Hosapi_XP_011538046.1_T-cell_leukemia_homeobox_protein_1_isoform_X1_[Homo_sapiens]

Oidioi.CG.OSKA2016.S3.g04710.01.p

Dareri_XP_003199819.1_T-cell_leukemia_homeobox_protein_3-like_[Danio_rerio]

Dareri_NP_739572.1_T-cell_leukemia_homeobox_protein_3_[Danio_rerio]

Harore.CG.MTP2014.S79.g15716.01.p

Dareri_NP_739571.1_T-cell_leukemia_homeobox_protein_1_[Danio_rerio]

Phmamm.Tlx_MTP2014.S586.g10311_MTP2014.S586.g10312

Xetrop_XP_002936814.1_T-cell_leukemia_homeobox_protein_1_isoform_X1_[Xenopus_tropicalis]

Sccani_XP_038649107.1_T-cell_leukemia_homeobox_protein_2_[Scyliorhinus_canicula]

Brbelc_XP_019615136.1_PREDICTED_T-cell_leukemia_homeobox_protein_3-like_isoform_X1_[Branchiostoma_belcheri]

Xetrop_NP_001015902.1_T-cell_leukemia_homeobox_protein_3_[Xenopus_tropicalis]

Moocci.CG.ELv1_2.S578521.g22955.01.p

Sccani_XP_038649458.1_T-cell_leukemia_homeobox_protein_3-like_[Scyliorhinus_canicula]

Brlanc.Tlx_BLAG03001419_BL95610

Hosapi_NP_066305.2_T-cell_leukemia_homeobox_protein_3_[Homo_sapiens]

Stpurp_XP_781741.4_T-cell_leukemia_homeobox_protein_3_[Strongylocentrotus_purpuratus]

Pemari_XP_032806397.1_T-cell_leukemia_homeobox_protein_1-like_[Petromyzon_marinus]

Ciinte_XP_009861844.1_transcription_factor_protein_isoform_X1_[Ciona_intestinalis]
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